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rx06265345 KIAA0825 G/A 91.7% 1.06
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rx0390216 NRXN1 G/A 85.9% 0.977
rx09835496 CASC15 44.2% 0.973
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rx3821085 AC103982.1,1SG20 A/T 49.9% 0.983
rx4 7278047 TRIOBP A/D 48.6% 0.98
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rx09681721 PICALM A/G 16.7% 0.736
rx00107232 SORL1 11 A/C AA 50.6% 0.879
rx3036818 ABCAT 19 G/A GG 41.8% 0.861
rx408002 NECTIN2 19 C/G GC 27.2% 1.50
rx172700 NECTIN2, AC011481.2 19 A/G AA 63.5% 0.577
rx5746 NECTIN2,AC011481.2 19 C/T CC 81.0% 0.67
rx318247 APOE 19 T/C CT 15.7% 2.87
rx372971 AC011481.3 19 G/T GG 63.6% 0.538
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rx1129177 C/T 99.0% 0.989

rx5622728 BIN1 2 C/T CcC 36.6% 0.884

rx5488277 TMEM175 4 C/T T 10.4% 1.20

rx6579446 SNCA-AS1 4 A/C CA 46.0% 1.06

rx658338 APOE 19 G/A AG 12.1% 1.96
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rx006723255 | CNTNAP2 G/A 98.4% 0.924
rx189116 SYK 9 A/G GA 46.5% 1.05
rx318247 APOE 19 T/C CT 25.6% 1.38
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rx5576913 AL513166.1 C/T 13.0% 0.974

rx0302462 PCDH9 13 G/A AG 47.1% 0.992

rx0346146 AC068875.1 15 A/G GG 37.6% 1.03

rx2674123 RBFOX1 16 C/T T 70.2% 1.01

rx8512219 MIR1281, AL080243.2 22 G/A GG 89.4% 0.995
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rx6501352 UBE2E2 A/C 65.9% 1.05
rx720460 PSMD6 3 T/C cT 46.8% 0.976
rx0369468 IGF2BP2 3 A/C CA 37.9% 1.08
rx5704353 MAEA 4 G/C GG 17.2% 0.863
rx1195623 CDKAL1 6 C/T cC 39.4% 0.866
rx8369683 ZFAND3 6 T/C CT 42.6% 1.04
rx5356025 GCC1-PAX4 7 A/G GG 65.6% 1.03
rx680484 MIR129-LEP 7 G/A AG 22.1% 112
rx404960 ANK1 8 A/G GA 27.2% 0.891
rx02155523 | SLC30A8 8 T/C cC 31.3% 118
rx6930736 GLIS3 9 G/A AG 49.9% 1.00
rx06473388 | PTPRD 9 C/T cC 79.0% 0.885
rx1272197 CDKN2B 9 G/A AG 47.1% 0.945
rx00676681 | GPSM1 9 G/A AA 92.5% 1.01
rx00146544 | CDC123 10 C/T TC 49.5% 0.982
rx0000764 HHEX 10 T/C T 50.9% 0.899
rx6890584 TCF7L2 10 T/C T 95.0% 0.979
rx09775360 | GKR5 10 T/C cC 63.0% 1.04
rx1963085 KCNQ1 11 T/G GG 39.4% 1.23
rx6392420 RASGRP1 15 C/T cC 41.7% 0.932
rx6061321 C2CD4A-C2CD4B 15 G/A AA 41.2% 1.08
rx3412846 SRP 17 G/T T 45.1% 115
rx201346 SLC16A13 17 A/G AA 79.0% 0.957
rx3329685 HNF1B 17 A/G AA 50.4% 0.898
rx2675786 PEPD 19 G/A AG 48.2% 0.98
rx00560553 | GIPR 19 G/A AG 48.5% 1.01
rx5906206 FITM2-R3HDML-HNF4A | 20 T/G GT 49.3% 1.00
rx4834215 DUSP9 X G/A AA 39.5% 1.12
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+ Hara K, Hum Mol Genet, 2014, Genome-wide association study identifies three novel loci for type 2 diabetes.

+ Imamura M, Hum Mol Genet, 2012, A single-nucleotide polymorphism in ANK1 is associated with susceptibility to type 2 diabetes in Japanese populations.

+ ChoYS, Nat Genet, 2012, Meta-analysis of genome-wide association studies identifies eight new loci for type 2 diabetes in east Asians.

+ TakeuchiF, Diabetes, 2009, Confirmation of multiple risk Loci and genetic impacts by a genome-wide association study of type 2 diabetes in the Japanese population.

+ Yamauchi T, Nat Genet, 2010, A genome-wide association study in the Japanese population identifies susceptibility loci for type 2 diabetes at UBE2E2 and C2CD4A-C2CD4B.

+ Yasuda K, Nat Genet, 2008, Variants in KCNQ1 are associated with susceptibility to type 2 diabetes mellitus.

+ LiH, Diabetes, 2013, A genome-wide association study identifies GRK5 and RASGRP1 as type 2 diabetes loci in Chinese Hans.

+ Tsai FJ, PLoS Genet, 2010, A genome-wide association study identifies susceptibility variants for type 2 diabetes in Han Chinese.

+ Okada, Nat Genet, 2012, Common variants at CDKALL and KLF9 are associated with body mass index in east Asian populations.
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X779204 CASZ1 T/C 47.7% | 0.768
09634221 | MOV10 1 G/A | GG 345% | 0.83
x0891748 | FGF5 4 T/C cT 482% | 1.03
0062655 | NPR3 5 T/C TT 11.7% | 0.405
1910672 | CYP21A2 6 T/C cC 61.6% | 1.04
rx3398655 | CYP17AL 10 c/T TT 49.1% | 1.23
x06138643 | ATP2B1 12 A/G GA 442% | 0.535
00955179 | PTPNL11 12 AT TT 51.6% | 1.70
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+ Lu X, Hum Mol Genet, 2015, Genome-wide association study in Chinese identifies novel loci for blood pressure and hypertension.
+ Kato N, Nat Genet, 2011, Meta-analysis of genome-wide association studies identifies common variants associated with blood pressure variation in east Asians.
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1012425 | TTC32-WDR35 2 /T 446% | 0.924
0731785 | GUCY1A3 4 G/T | TT 52.7% | 1.07
x8238268 | PHACTRIL 6 A/G | GA 43.8% | 0.948
8157391 | C6orfl0-BTNL2 6 AG | GG 36.8% | 1.11
X09646163 | CDKN2A/B 9 AG | GA 49.8% | 0.993
6025148 | ATP2BI1 12 /T | cC 423% | 0.927
00955179 | Cl2orf51 12 T/A T 51.6% | 0.901
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+ LuX, Nat Genet, 2012, Genome-wide association study in Han Chinese identifies four new susceptibility loci for coronary artery disease.
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rx036832504 | MIR4422,PLPP3 G/A 98.0% 1.01
rx559139 CELSR2 1 Cc/T cC 90.2% 0.512
rx442316 LOC101927787,LINC01132 | 1 T/C TT 56.2% 0.016
rx64241018 HS1BP3 2 T/C CcC 94.0% 1.04
rx2735550 HMGCR 5 G/A GA 50.0% 0.223
rx5771965 TIMD4 5 C/T CT 38.4% 0.504
rx17426388 MIR148ANFE2L3 T C/A cC 16.8% 0.00348
rx06034627 TBL2 7 T/C CcC 81.0% 1.22
rx64103010 UBXN2B,CYPTAL 8 T/C TC 38.4% -0.0616
rx1990735 TRIB1,LINC00861 8 Cc/T cC 34.8% 0.00584
rx8300267 ABO 9 A/C AC 30.7% 0.0831
rx30179267 0OIT3 10 G/T GT 39.4% -0.0933
rx002821615 | ZPR1 11 T/C TC 7.67% -0.0599
rx64950288 NR1H4 12 A/G AG 42.0% 0.0674
rx68094147 CUX2 12 A/C AC 36.4% 0.10
rx6204482 RPH3A 12 T/G TT 27.0% 0.00417
rx45892659 AQP9,LIPC 15 T/C cC 50.4% 1.93
rx66292449 DHODH,HP 16 T/C cC 57.7% 1.79
rx2982568 TNFAIP1 17 A/G GG 67.2% 1.51
rx1627353 LDLR 19 C/G CcC 51.8% 0.0504
rx658335 APOE 19 C/T T 84.6% 1.29
rx45557092 ZHX3 20 C/T CT 40.3% 0.366
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rx2015974 FLG-AS1 G/A 46.4% 0.939
rx50702764 | LCE3E, CRCT1 1 C/G cC 99.0% 0.993
rx1117034 IL6R 1 A/C AA 45.8% 0.95
rx09088594 | LINC00299 2 A/G GA 39.2% 0.981
rx001000347 | CD207, LINCO1143 2 G/A AA 64.6% 1.02
rx02904603 | IL18R1 2 T/G T 34.6% 0.81
rx5308462 SDR42E1P5, IL18R1 2 C/T cC 34.1% 0.914
rx6502940 GLB1 3 G/A GG 27.2% 0.771
rx01523118 | CCDC80, AC048334.1 3 T/C T 45.0% 0.833
rx09103126 | AC112204.3,IL7TR 5 C/T TC 31.9% 0.965
rx01077806 | TH2LCRR 5 T/C T 67.0% 0.951
rx0184575 TH2LCRR, IL13 5 T/C cT 45.8% 0.933
rx3694851 AC004039.1, KIF3A 5 /T T 48.0% 1.05
rx1786331 AC004039.1, KIF3A 5 T/C cC 69.3% 1.02
rx8257566 HLA-B 6 A/G GG 63.0% 111
rx065984 GPSM3, PBX2 6 G/A AA 65.4% 111
rx8358988 TSBP1-AS1, TSBP1 6 A/G GA 27.1% 0.705
rx3602444 HLA-DRB1, HLA-DQA1 6 T/G GT 39.3% 0.955
rx3611393 AC024028.1 7 T/C cT 45.7% 1.04
rx5362116 AC034114.2 8 A/C CA 49.0% 0.994
rx5362116 MRPS21, CIART 8 A/C CA 49.0% 0.994
rx5591253 IL15RA, IL2RA 10 C/G GC 42.1% 1.01
rx09884140 | AC024598.1, AC067752.1, ZNF365 | 10 T/C cC 16.1% 1.32
rx767759 NLRP10, OR10A3 11 T/C cT 48.6% 0.94
rx368733 OVOL1, AP5B1 11 A/G GA 39.2% 1.04
rx09680713 | OVOL1 11 A/G GA 49.9% 0.997
rx1101323 AP001189.2, EMSY 11 /T TC 48.6% 1.01
rx6816783 AP001189.2, EMSY 11 /T cC 61.7% 0.966
rx6016296 ETS1, LINC0O2098 11 /T TC 48.4% 1.00
rx1032849 FAM1T7TAL, PPP2R3C 14 /T TC 45.7% 1.02
rx1930622 CLECI16A 16 /T TC 42.1% 0.968
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rx1053872 AC243312.1, LINC01862 19 C/A CcC 78.6% 0.973

x1807296 AC243312.1, LINCO1862 19 A/G AA 78.6% 0.973

x05888054 | AL133335.2, PFDN4 20 G/A AG 40.4% 0.921

rx3798108 RTEL1-TNFRSF6B, RTEL1L 20 C/A cC 51.2% 0.94

rx5909519 RTEL1-TNFRSF6B, RTEL1 20 A/G AA 49.9% 0.949
| 2=
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